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 

Abstract— This article puts forward a detailed study of the 

various genes that are upregulated or downregulated under 

specific stress conditions in the Drosophila gut. Drosophila 

melanogaster, the fruit fly, has been used as an experimental 

model for elucidation of many novel drug delivery pathways in 

humans due to 70% similarity between the Drosophila and 

human genome, as shown by BLAST results. The unique 

localization of the mammalian membrane or receptor guanylyl 

cyclase, GC-C at the luminal face of the intestine and its 

physiological roles recently revealed this receptor as a novel 

druggable target for the treatment of diarrhea, chronic 

constipation, and maybe in the prevention and therapy of 

colorectal cancer. Diarrhea is the third leading cause of 

childhood mortality in India. Detailed study of molecular 

mechanisms and pathways functional during diarrheal diseases, 

the genes responsible for it and preventive and control strategies 

need to be reviewed for better planning and organization of 

health services.  

  

Index Terms— guanylyl cyclase, Drosophila melanogaster, 

diarrhea, colorectal cancer. 

 

I. INTRODUCTION 

The concept of secondary messengers was established in 1957 

by Sutherland, Rall and Berthet, that led to the discovery of 

intracellular messengers, such as guanosine 3'5' cyclic 

monophosphate (cGMP) (Ashman et al., 1963). Since that 

time many studies in a wide variety of tissues and organisms 

have demonstrated the crucial role that cGMP plays in many 

physiological processes. A majority of studies in vertebrate 

models have elucidated the physiological roles of cyclic GM 

such as changes in cGMP levels affect olfaction (Breer and 

Shepherd 1993; Kroner et al. 1996), taste (Rosenzweig et al. 

1999; Krizhanovsky et al. 2000), the regulation of gene 

expression, and the activation of immediate early genes (Haby 

et al., 1994). Quite a few studies like the first identification of 

a cGMP-dependent protein kinase (PKG) (Kuo and 

Greengard, 1970), isolation of the first nitric oxide 

(NO)-insensitive soluble guanylyl cyclases (GCs) (Nighorm 

et al., 1999; Simpson et al., 1999), and the identification that 

a naturally occurring polymorphism responsible for a 

foraging phenotype was due to mutations in a PKG gene 

(Osborne et al., 1997), were all done in the model organism 

Drosophila melanogaster. All these studies have provided 

information about the various genes that are regulated in 

response to cGMP and the downstream effects on signaling 

cascades induced upon stress, injury and other biological 

processes that are regulated by cyclic nucleotides. 
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1. cGMP Regulation  

1. 1. Source of Intracellular cGMP: 

The enzyme guanylyl cyclase (GC) catalyzes the synthesis of 

cGMP from guanosine triphosphate (GTP) and the enzyme 

phosphodiesterases (PDEs) hydrolyses cGMP to guanosine 

monophosphate (GMP) to maintain the balance of 

intracellular cGMP (Morton et al., 2002). 

1. 2.Cellular components that regulate cGMP 

concentration: 

1.2.1. Guanylyl Cyclases: 

Among the various classes of GCs, the two major classes 

identified in mammals are receptor GCs (membrane-bound) 

and soluble GCs (cytoplasmic) (Tremblay et al., 1988). 

1.2.2. Receptor GCs: 

Sequence analysis of the Drosophila genome using BLAST 

has revealed five genetic loci that are predicted to code for 

receptor GCs, as compared to vertebrates where seven 

isoforms have been identified (Morton et al., 2004). In rats, 

they have been named as GC-A to GC-G (Garbers and Lowe, 

1994; Füllet et al., 1995; Lowe et al., 1995; Schulz et al., 

1998). 

Morton et al., 2004 study showed that compared to the amino 

acid sequences of other insect GCs, Drosophila receptor GCs 

possess the same molecular features like-a variable 

extracellular domain, a single transmembrane domain, an 

ATP binding/protein kinase-like domain, a highly conserved 

dimerization and catalytic domains. This probably indicated 

that these rGCs could be functionally equivalent to 

mammalian rGCs. 

The expression pattern of two Drosophila receptor GCs has 

been reported. Gyc32E is primarily expressed during 

oogenesis in the ovarioles (Gigliotti et al., 1993), whereas the 

expression of Gyc76C is observed in various tissues, 

including the optic lobe, the central brain, the thoracic 

ganglia, the digestive tract, oocytes and muscles (Liu et al., 

1995; McNeil et al., 1995). It would be interesting to explore 

the expression pattern of the remaining three rGCs in flies. 

1.2.3. Receptor like GCs: 

The expression of receptor-like guanylyl cyclases was first 

studied in Manduca sexta (Simpson et al., 1999). CG5719 

and CG9783 are receptor like GCs identified in the 

Drosophila genome that have only a catalytic domain and a 

dimerization domain as compared to receptor GCs, but lack 

the variable extracellular domain, the single transmembrane 

domain and an ATP binding/protein kinase-like domain. As 

they lack the key domains for cGMP production, these GCs 

might be regulatory cytoplasmic proteins that may participate 

in the cGMP pathway. 

In the Morton et al., 2004 study, a phylogenetic dendogram 

revealed that the Drosophila Gyc32E gene is closely related 
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to the Rat GC-B gene and also has an evolutionary 

relationship with the Rat GC-A, both of which are a receptors 

for the peptide hormones called the atrial natriuretic peptide 

(ANP). Similarly, the Drosophila CG4224 and CG3216 are 

evolutionarily related to the Rat GC-C that binds the ligands 

guanylin, uroguanylin and heat stable enterotoxin receptors. 

The endogenous ligands for the Drosophila GC-C homologs 

remain unknown. 

1.2.4 Ligands and Activators: 

The crustacean hyperglycemic hormone (CHH), an 

invertebrate peptide is related to a family of peptides in 

insects that can activate rGCs.  CLUSTALW analysis of 

CG13586 from Drosophila with the insect CHH-B revealed 

similarity at the nucleotide level. In the predicted Drosophila 

sequence, there is an insertion of 39 residues that is absent in 

the insect CHH-B sequence. 

The other known activators are intracellular calcium 

regulated GC-activating proteins (GCAPs) that activate the 

mammalian retinal GCs, GC-E and GC-F (Palczewski et al., 

2000) under low concentrations of calcium. Certain genes 

identified in the Drosophila genome include frequenin (Frq) 

(Pongs el al., 1993), neurocalcin (Nca) (Teng et al., 1994) 

and three other genes CG5744, CG7646 and CG5890 encode 

peptides that are similar to GCAP in other insect and GCAP-I 

like proteins of mouse. 

1.2.5 Phosphodiesterases- 

cGMP hydrolyzing phosphodiesterases (PDE) encoding 

genes discovered in Drosophila are CG1627 andCG3765 that 

are most similar to PDE9 family members of mammals. Also, 

the genes CG14940 (related to the PDE1family 

(calcium/calmodulin activated PDEs), CG8729 (which 

appears to be a PDE11 family member) and CG10231 

(related to PDE5) hydrolyze both cGMP and cAMP as these 

have a dual specificity for these cyclic nucleotides. 

1.2.5.1. GAF regulatory domains of PDE5 

In general, many PDE families contain a GAF regulatory 

domain (named after the cGMP-binding PDEs, the Anabaena 

adenylyl cyclase and the fhlA gene), which forms allosteric 

binding sites for cGMP (Soderling and Beavo, 2000).These 

domains have been studied in most detail for PDE5, where 

they appear to be involved in a negative feedback loop 

regulating intracellular cGMP levels. PDE5 also contains two 

cGMP binding sites that are required for its phosphorylation 

by both cAMP-dependent protein kinases (PKA) and 

cGMP-dependent protein kinases (PKG) (Turko et al., 

1998b), and this positively increases the catalytic activity of 

PDE5 (Corbin et al., 2000). 

In the Morton et al. 2004 study, PROSITE analysis revealed 

that both CG10231 and CG8279 contain two predicted GAF 

domains. In addition, a serine in a similar position to the ser92 

is phosphorylated in PDE5 is conserved in both these 

Drosophila genes. 

1.3. Regulators of cGMP Functions: 

1.3.1. Molecular Targets 

There are three primary protein families that can act as cGMP 

binding proteins within cells.  

 cGMP regulated PDEs  

 cGMP-dependent protein kinases (PKG), and 

 cGMP-gated ion channels.  

All three families are characterized by containing cyclic 

nucleotide binding sites. The protein kinases PKA and PKG 

are also activated by cyclic nucleotides (Morton et al., 2002) 

1.3.2. Protein kinases and substrates 

The cGMP- dependent protein kinase of mammals is 

expressed in smooth muscle (Schultz et al., 1977; Winquist et 

al., 1984; Kuno et al., 1986; Paul et al., 1987), epithelial cells 

(de Jonge and van Dommelen, 1981),  blood platelets 

(Waldmann et al., 1987), pericytes (Joyce et al., 1983)and 

Purkinje cells of the cerebellum (Lohmann et al., 1981; 

DeCamilli et al., 1984)and comprises of a cyclic nucleotide 

binding regulatory domain and a kinase domain (Takio et al., 

1984). This feature is also possessed by the Drosophila 

cGMP dependent protein kinases. 

Kalderon et al., 1989studystated that isolation of genes for 

cGMP- dependent protein kinase in Drosophila would not 

only provide information about the various isoforms of these 

proteins and their distribution, but also would elucidate the 

biological functions of these protein kinases in a whole 

organism when the activity of these enzymes will be 

genetically regulated. Thus, they reported the characterization 

of two Drosophila cGMP-dependent protein kinase 

sequences that have similarity to the mammalian bovine lung 

cGMP- dependent protein kinase (cGK). 

The first gene identified in Drosophila, DG1 codes for a 

single protein product that has sequence similarity to the 

regulatory domain, cGMP binding domain, kinase domain 

and carboxyl terminal domain of its mammalian bovine 

homolog with only a difference in the amino terminal 

dimerization domain (Kalderon et al., 1989). 

The second gene, DG2, which is also responsible for the food 

searching behavior in Drosophila, after transcription 

produces three major and several minor gene products. They 

are DG2;T1, DG2;T3a, DG2;T3b, DG2;cD4, DG2;T2 and 

DG2;cD5. Kalderon and Rubin 1989 study established a 

relationship between the gene products of DG2. Sequence 

homology clearly shows DG2;T2a and DG2;T3b are 

truncated products of DG2;T1. Also, DG2;cD5 is identical to 

DG2;T2. Primer extension studies have revealed that 

DG2;T1, DG2;T2 and DG2;T3b are the 3 major transcripts of 

the DG2 gene (Kalderon and Rubin, 1989). 

 
Figure 1.Drosophila cGMP-dependent protein kinases 

(cGMP-dependent protein kinases in Drosophila (Kalderon et 

al., Rubin et al., 1989) 
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The deduced protein product of the Drosophila DG1 gene and 

the six putative products of the DG2 gene (DG2;T1, 

DG2;T3a, DG2;T3b, 

DG2;cD4, DG2;T2, DG2;cD5) are represented underneath 

the prototypical 

bovine lung cGMP-dependent protein kinase, denoted cGK 

(Takio et al., 1984) which has been divided into 

 (A) dimerization(p), 

(B) regulatory (R, believed responsible for inhibition of the 

kinase 

domain in the inactive holoenzyme dimer), (C) cGMP 

binding,  

(D)Kinase, and  

(E) carboxyl-terminal domains. Segments of similar 

amino acid sequence are shaded equivalently.  

At the bottom is a scale in amino acids (aa). 

Comparison of sequences of the bovine homolog in mammals 

and Drosophila DG1 and DG2 genes reveals that DG1 has 

51% and DG2 has 64% similarity to bovine cGMP-binding 

domain sequences. Similarly, DG1 has 70% and DG2 has 

75% sequence identity to the kinase domain of their bovine 

homolog (Kalderon and Rubin, 1989). Thus, an observed 

55% of overall identity between Drosophila and mammalian 

cGKs establishes the possibility of a similar mode of action 

and overlapping substrate specificity that needs to be 

explored. 

DG1 and DG2 gene products were detected at all stages of 

Drosophila development from embryo to adult, with low DG2 

expression in early embryos and high DG2 expression in ring 

neuron R3 (Chen et al., 2012, Renn et al., 1999, Martín-Peña 

et al., 2014) ellipsoid body (Zars et al., 2000) segmental 

nerve (Renn et al., 1999) mushroom body beta-lobe  (Zars et 

al., 2000) and pars intercerebralis of adult heads. In 

Drosophila, DG2 is highly expressed in brain, kidney and 

intestinal mucosa (Macpherson et al., 20014) and DG1 

expression was observed in cell bodies of optic lamina in 

adult heads, in Sf9 cells of the brain and in the body of adult 

Drosophila, with lower levels of expression in embryos 

(Foster et al., 1996). In the Drosophila MT principal cell, 

DG1 is expressed in the cytoplasm and DG2 is expressed in 

the basolateral membrane. 

 

A BLAST analysis reported by Morton et al., 2004 shows that 

the- 

 two cloned PKG genes, Pkg21D (also known as DG1) 

and foraging (for, also known as DG2), are most 

similar to mammalian PKG type I  

 The third, CG4839, has similarity to mammalian PKG 

type II. 

 

The orthologues of PKG substrates have been identified in 

Drosophila. These include- 

 the IP3R(inositol 3-phosphate receptor)- CG1063 

 L-type calcium channels- Ca-β(CG42403) and 

Ca-α1D (CG4894) 

 calcium sensitive potassium channels(Irk1, Irk2, 

Irk3,CG10706) 

 Phospholipase C and the cystic fibrosis 

transmembrane conductance regulator(Mrp4) 

 

1.3.3. Cyclic nucleotide gated channels 

The Drosophila genome contains predicted genes for three 

classes of ion channels that have intracellular cNMP-binding 

domains (Littleton and Ganetski, 2000). These classes are-  

 The cyclic-nucleotide gated ion channel , 

CngA(CG42701) that are orthologues of the 

mammalian retinal cGMP-gated ion 

channels(Zagotta and Siegelbaum, 1996),  

 The Ih channels (CG8585) that are activated by hyper 

polarization and contain a cNMP-binding site 

(Ludwig et al., 1998), and expressed in sensory 

tissues like eye, antennae and auditory organs. 

 The eag class of voltage activated potassium channels 

that also contain a cNMP-binding site(Briiggeman et 

al., 1993).eag family of ion channels contains three 

members eag (CG10952),eag-like K
+
 channel (elk)) 

(CG5076) and seizure (sei)(CG3182) (Littleton and 

Ganetsky, 2000). 

There are four genes in the Drosophila genome that appear to 

code for cyclic nucleotide-gated ion channels (CNGs) 

(Littleton and Ganetski, 2000). Two have been cloned and 

partially characterized, which are the cyclic nucleotide-gated 

ion channel protein (cng) (Baumann et al., 1994) and cng-like 

(cngl) (Miyazu et al., 2000), while two additional genes, 

CG3536 and CG17922, have been identified from sequencing 

data of the Drosophila genome. 

The cng channel is expressed in the antennae and eyes 

(Baulnann et al., 1994). cngl is expressed in antennal lobes, 

mushroom bodies, neurons in the thoracic ganglia and in 

muscle fibers (Miyazu et al., 2000). 

 

2. Role of cGMP in biological processes of Drosophila: 

 

2.1. Sensory physiology in Drosophila 

The genetic analysis of phototransduction in Drosophila has 

described the signal transduction pathways in great detail and 

shows that inositol 3-phosphate formation is the primary 

signal (Montell et al., 1999). Certain studies also 

demonstrated the involvement of cGMP in phototransduction. 

Drosophila cng and Ih channels are expressed in 

photoreceptors (Baumann el ell., 1994; Marx et al., 1999). 

Application of exogenous cGMP resulted in light-induced 

currents in Drosophila photoreceptors (Bacigalupo et al., 

1995).Drosophila also has a large family of G 

protein-coupled receptors that are expressed in olfactory and 

gustatory neurons which are receivers of cGMP signals 

(Clyne et al., 1999; Vosshall et al., 1999). 

 

2.2 Neuronal Development  

Studies have shown that cGMP also plays a role in neuronal 

development, particularly in axonal pathfinding and synapse 

formation (Tessier- Lavigne and Goodman, 1996). 

A study by Gibbs and Truman in 1998 has also shown that 

NOS, NO sensitive soluble GCs and NO-stimulated cGMP 

immunoreactivity are localized to Drosophila photoreceptors. 

 

2.3. Ecdysis 

At the end of each molt, insects need to escape from the 

cuticle of the previous instar. This is achieved by a sequential 

behavior called ecdysis or eclosion for adult ecdysis 

(Reynolds, 1980). Cyclic GMP has a major role in this 

behavior of Drosophila. During eclosion in Drosophila an 

increase in cGMP was occasionally observed in tracheae, 
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which correlated with the release of the eclosion hormone 

(Baker et al., 1999). 

 

2.4 Food- search Behaviour 

A genetic analysis of food searching behavior in Drosophila 

has shown that cGMP plays a regulatory role in this behavior 

(Sokolowski et al., 1998). Two naturally occurring mutations 

in the DG2 gene are responsible for different alleles of the 

foraging (for) gene that exhibit different behaviors. In the 

presence of food, larvae with the sitter allele stayed somewhat 

stationary and remained in a single patch of food whereas flies 

with the rover allele continued to search for additional food 

by moving between patches of food (Sokolowski et al., 

1980).The levels of cGMP and hence the PKG activity in the 

heads of naturally occurring adult sitter flies were lower as 

compared to naturally occurring rover flies (Osborne et al., 

1997). 

 

2.5 Response to Environmental Stresses: 

The role of multiple cell-specific signaling pathways that 

include second messengers such as cyclic GMP (cGMP) and 

calcium, are capable of modulating tissue, and hence, 

organismal responses to stress that can be studied in a fluid 

transporting epithelium, i.e. the Malphigian tubule (MT) of 

the Drosophila melanogaster, which is a fluid-secreting tissue 

(Dow, 2013). Drosophila melanogaster tubules emerge from 

the hindgut, just behind the junction with the midgut, and 

constitute a pair of anterior and posterior tubules (Beyenbach 

et al., 2010). The MT consists of two major cell types- 

principal cells and stellate cells (Dow, 2009). Therefore, 

insects can occupy diverse environmental niches due to their 

ability to overcome several environmental stressors like 

temperature, desiccation, xenobiotic, osmotic and infection 

stress.Morphologically the components involved in cGMP 

and Calcium signaling are distributed as follows in MT 

principal cells- 

A. The basolateral membrane has- 

 Receptors for Guanylyl cyclase enzymes called 

receptor guanylyl cyclase (rGC) (eg. Gyc76c), and  

 Ca2+ channels [L-type transient receptor potential 

(TRP) and TRP-like (TRPL) and cyclic 

nucleotide-gated (CNG)] on the basolateral 

membrane. 

B. In the cytosol- 

 The nitric oxide synthase (NOS) gene on 

stimulation by calcium synthesizes Nitric Oxide 

(NO), which further stimulates soluble guanylyl 

cyclases (sGCs) to release cGMP whose 

downstream effect is the activation of the 

Drosophila phophokinases DG1 and DG2 ((Dow 

et al., 1994a). 

 Mitochondria, Golgi complex, Endoplasmic 

reticulum and peroxisomes play a role in calcium 

signaling. 

 Cytosolic phosphodiesterases like PDE4 and 

mitochondrial phosphodiesterases PDE8 are 

present. 

C. The apical membrane has the following 

components- 

 The  vacuolar holoenzyme H+-ATPase 

(V-ATPase)  

 Membrane-bound phosphokinase DG2 

 Membrane-bound phosphodiesterases like PDE1, 

PDE11 and PDE5/6.  

 

 
Figure 2: Signaling pathways and components in the 

Drosophila melanogaster Malpighian tubule principal cell in 

response to specific stresses. 

(Cell signaling mechanisms for insect stress tolerance by 

Shireen A. Davies*, Davies et al., Dow et al., 2014) 

 

2.5.1. cGMP signaling in response to specific stresses:  

Cyclic GMP, produced in response to nitric oxide and 

natriuretic peptides, is a key regulator of vascular smooth 

muscle cell contractility, growth, and differentiation (Murthy 

et al., 2001) and helps in combating hypertension, cardiac 

hypertrophy, atherosclerosis, and vascular injury/restenosis in 

mammals, especially humans. cGMP regulates gene 

expression both positively and negatively at transcriptional as 

well as at posttranscriptional levels (Pilz et al., Casteel et al., 

2002). In D. melanogaster tubules, fluid secretion into the 

tubule lumen is stimulated by the V-ATPase located on the 

tubule principal cell apical membrane (Allan et al., 2005; 

Davies et al., 1996; Dow, 1999). Transepithelial fluid 

secretion rates in the tubule main segment are stimulated by 

cAMP or cGMP (Dow et al., 1994b) and the V-ATPase is 

also thought to be the ultimate target of cyclic nucleotide 

signaling in the tubule principal cell, because of increased 

transepithelial potential difference in intact tubules treated 

with either cAMP or cGMP (Bijelic and O’Donnell, 2005; 

Davies et al., 1995). Recent evidence shows thatcGMP 

directly increases ATP concentration in tubules. cGMP is 

transported into principal, but not stellate, cells via ABC 

transporters (Riegel et al., 1999), and application of 

exogenous cGMP to intact tubules results in increased ATP 

concentration (Davies et al., 2013). 

Also, cGMP signaling has been implicated in an increasing a 

number of physiological processes. Recent work on several 

cell and tissue systems suggest that the phosphodiesterases 

that regulate the breakdown of cGMP, as opposed to its 

synthesis, are pivotal in maintaining the role of cGMP in 

cellular function (Allershausen et al., 2003) 
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Figure 3. Cyclic GMP signaling pathway Cyclic GMP is 

synthesized by soluble guanylate cyclases in response to NO 

or by receptor guanylate cyclases, which are activated by 

natriuretic peptides. Depending on the cell type, cGMP has 

several intracellular targets in addition to cGMP-dependent 

protein kinases (PKG) (Beavo et al., 1995) 

 

 

2.5.1.1. Immune Stress 

MT tissues play a role in immunity and express all 

components of the Imd (McGettigan et al., 2005) and Toll 

(Chintapalli et al., 2007, Robinson et al., 2013).Gram 

negative bacteria induces Imd pathway (Lemaitre et al., 

1995)and gram positive bacteria or fungi induces Toll 

immunity pathways in Drosophila (Lemaitre et al., Reichhart 

et al., Hoffmann et al., 1997). Antimicrobial peptides include 

Diptericin, Attacin, Cecropin, Metchnikowin, Defensin and 

Drosomycin, which may be secreted into either the 

haemolymph or by the gut (McGettigan et al., 2005; Tzou et 

al., 2000). They are produced by the tubules when the 

Drosophila orthologue of the transcription factor Nf-kβ, that 

is, Relish is activated in a downstream process upon 

activation of both the Imd and Toll pathway.  

 C42-Gal4 driver fly lines were generated by inserting Gal4 (a 

yeast transcription factor) into c42 cells (tubule principal 

cells) that express GAL4 under the control of nearby genomic 

enhancers. These flies were crossed with UAS-Relish-His6 

transgenic flies (flies in which an upstream activation 

sequence (UAS) was inserted with the gene encoding Relish, 

tagged with 6-Histidine). The F1 generation flies were called 

c42>UAS-Relish-His6 reporter flies. The MTs dissected 

from these transgenic (both, normal and infected) flies were 

stained with DAPI (a red dye) and Relish was tagged with 

FITC (fluorescein isothiocyanate, green dye) (Hedengren et 

al., 1999). It was observed that in the absence of an immune 

stress, Relish was localized to the basolateral membrane of 

tubule principal cells. When these cells were treated with 

exogenous peptidoglycan (PGN) from Gram-negative 

bacteria, it was observed that Relish localized to the nucleus 

of tubule principal cells. Treatment with nanomolar 

concentrations of cGMP before PGN treatment showed 

reduced nuclear localization of Relish. On increasing the 

concentration of cGMP gradually in the presence of 5µg/ml 

PGN, Relish localization increased to the basolateral 

membrane. These experiments show thatcGMP acts to 

modulate the expression of the Imd pathway in a 

dose-dependent manner; whereby low nanomolar 

concentrations are shown to stimulate activation of Imd 

pathway and higher micromolar concentrations of cGMP are 

shown to inhibit the immune stress even in the presence of 

Gram-negative PGN. 

2.5.1.2 Salt stress  

The endogenous D. melanogaster neuropeptide 

NPLP1-VQQ   is almost exclusively expressed in the brain 

and thoracico-abdominal ganglion in adult Drosophila and in 

the CNS of Drosophila larvae (Baggerman et al., 2005). 

NPLP1-VQQ was shown to be a ligand for the 

tubule-enriched Gyc76c rGC in Drosophila S2 cells (Overend 

et al., 2012). This ligand-receptor binding stimulated cGMP 

signaling in the cytosol thus increasing mitochondrial ATP 

production. Availability of high amounts of ATP substrate 

stimulated V-ATPase activity that led to increased fluid 

secretion rates from the tubule principal cells. 

NPLP1-VQQ/Gyc76c activation also results in Relish nuclear 

translocation and increased diptericin expression in tubule 

principal cells. As Gyc76c/cGMP is a modulator of the Imd 

pathway (Overend et al., 2012), it was likely that 

NPLP1-VQQ/Gyc76c activation would enhance survival to 

an immune challenge. However, targeted knockdown of 

Gyc76c in tubule principal cells showed that flies are not 

susceptible to immune stress, but are rather when subjected to 

salt stress (Overend et al., 2012). This means that the 

NPLP-VQQ/Gyc76c axis is important for flies to resist salt 

stress and not pathogens.  

2.5.1. 3 Oxidative stress  

Production of reactive oxygen species (ROS) as a byproduct 

of ATP production by the very metabolically active MT tissue 

that is packed with mitochondria means that the tubule must 

be able to detect and cope with excessive ROS and oxidative 

stress (Terhzaz et al., 2006). A neuropeptide stimulus, i.e. 

Dromecapa-1 and Dromecapa-2 activates the mitochondria of 

the principal cell that is present in the apical membrane that 

produce ATP in response to oxidative stress (Terhzaz et al., 

2006).  The hydrolysis of ATP to ADP in the cytosol activates 

the V-ATPase that causes fluid secretion from the tubules.  

Shireen Davies and Julian Dow., 2014, through their 

combined study discovered that modulation of principal cell 

inositol 1, 4, 5 triphosphate 3-kinase (IP3K) signaling, using 

the GAL4/UAS system has been shown to increase ROS 

production. Therefore, flies in which IP3K-1 is overexpressed 

in only tubule principal cells are significantly more 

susceptible to oxidative stress (Davies et al., 2014). 

D.melanogaster insulin like peptides (DILPs) also plays a 

major role in tolerating oxidative stress, which have 

previously been shown to play important roles in 

neurobiology, nutritional status and ageing (Birse et al., 

2011; Nassel, 2012; Partridge et al., 2011; Söderberg et al., 

2012). There are 7 DILPs, among which DILP-5 along with 

the single Insulin Receptor (dINR) was shown to be expressed 

in tubule principal cells (Söderberg et al., 2011). DILP-5 

signaling possibly has an inhibitory effect on the activity of 

the mitochondrial enzyme, Mn
2+

 superoxide dismutase (SOD) 

since it has been seen that knockdown of SOD decreases 

oxidative stress tolerance, but knockdown of DILP-5 from 
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tubule principal cells increases the ability of the cell to 

tolerate oxidative stress (Davies et al., 2014) 

2.5.1.4 Desiccation Stress 

Drosophila melanogaster has been used effectively in studies 

of insect desiccation tolerance: excreted water loss rates are 

reduced in desiccated D. melanogaster (Folk and Bradley, 

2003). The D. melanogaster capa receptor, capaR, is a 

G-protein coupled receptor and is encoded by gene CG14575 

(Iversen et al., 2002; Park et al., 2002; Terhzaz et al., 2012). 

Capa peptides like Drome Capa-1 (a neuropeptide) stimulate 

cGMP and Ca
2+

 signaling, (Davies et al., 2013) on binding to 

G-protein coupled capa peptide receptor, CapaR on the 

basolateral membrane of the tubule principal cell. The 

intracellular calcium concentrations are regulated by the 

Golgi complex and ER and the entry of exogenous calcium 

into the cell is controlled by the various calcium channels 

expressed on the basolateral membrane. The hike in 

intracellular calcium concentration stimulates the 

mitochondria to release ATP. The hydrolysis of ATP to ADP 

supplies energy to V-ATPase in the apical membrane of the 

MT principal cells and stimulates the release of a hydrogen 

ion from these cells. This results in a transepithelial potential 

difference that causes increased fluid secretion from the 

principal cells of MT. 

Tubules from transgenic principal cell-specific RNAicapaR 

knockdowns were assessed against wild-type parental flies. In 

the transgenic flies, in the absence of CapaR, intracellular 

calcium signaling was absent. This led to decrease in fluid 

secretion from the cells. Thus, the transgenic flies showed 

more tolerance to desiccation stress and greater survival rates 

as compared to wild type parental flies. This means that 

CapaR negatively regulates resistance to desiccation stress. 

II. CONCLUSION 

There are certain aspects of intracellular messengers that have 

not been studied and experimentally proved. Firstly, the 

expression of 3 out of 5 isoforms of the receptor GCs in 

Drosophila has not been characterized. There are candidate 

intracellular calcium regulated GC-activating proteins 

(GCAPs) in Drosophila, but their respective receptor GCs, 

and whether they are positively or negatively regulated by 

increasing calcium levels, remains to be determined. Two of 

the predicted Drosophila PDE encoding genes, CG1627 and 

CG3765 have incomplete catalytic domains. This could mean 

that these genes do not code for PDEs or that the sequence 

prediction software has incorrectly predicted the intron/exon 

structure of the gene, and additional coding sequences need to 

be identified. 

 

There is still much to be learned about the regulation of cell 

signaling pathways by individual signaling components in 

insect epithelia. For cGMP signaling, in particular, even in 

mammalian systems, these are recently discovered processes 

like role of PDEs in determining cellular levels of cyclic 

nucleotides (cN), the actions of cN-signaling pathways, 

regulation of catalytic efficiencies of PDEs in catalyzing the 

breakdown of cAMP and/or cGMP by various processes 

including phosphorylation, cN binding to allosteric GAF 

domains, changes in expression levels, interaction with 

regulatory or anchoring proteins, and reversible translocation 

among subcellular compartments(Francis et al., 2011), and so 

further understanding of cGMP signaling in insect stress 

responses is required that will have new and wide-ranging 

implications. The cyclic nucleotide (cGMP and cAMP) 

signaling in response to various stresses has only been studied 

in Drosophila malpighian tubules, but the biological question 

as to what role these guanylyl cyclases play on infection or 

other stresses in the rest of the fly needs to be explored. 

Performing such fundamental work in insects will also reveal 

new mechanisms in human stress signaling (Becker et al., 

2010; Jaiswal et al., 2012).  

 

III. DISCUSSIONS AND FUTURE PROSPECTS 

The unique localization of the mammalian membrane or 

receptor guanylyl cyclase, GC-C at the luminal face of the 

intestine and its physiological roles recently revealed this 

receptor as a novel druggable target for the treatment of 

diarrhea, chronic constipation, and maybe in the prevention 

and therapy of colorectal cancer (Hodges et al., 

2010).Biological assays in a T84 cells, a human colon 

carcinoma- derived cell line led to the discovery of the ligands 

of GC-C (Currie et al., 1992). Guanylin was purified from the 

rat jejunum and uroguanylin from urine(Hamra et al., 1993; 

Kita et al., 1994). In humans, GC-C is primarily expressed in 

epithelial cells from the duodenum to the rectum, but is absent 

in esophagus and stomach. It is located within apical 

membranes of epithelial cells populating the crypt-villus axis 

of the small intestine, as well as crypt and surface epithelia of 

the colon (Birbe et al., 2005).In humans, the intestine plays a 

role in systemic fluid and electrolyte homeostasis, thus 

helping to mediate acute conditions of diarrhea. Guanylins 

regulate intestinal electrolyte and fluid transport and 

epithelial renewal bybinding to GC-C located in the apical 

membrane of the epithelial cells. The other roles that cGMP 

plays in the mammalian small intestine are:increased 

epithelial cGMP levels stimulate cGK type II, which mediates 

an activating phosphorylation of CFTR channels. 

Intriguingly, cGMP can also reduce visceral pain in intestinal 

diseases. 

In Drosophila, the role of cGMP signaling in the gut has not 

yet been studied but  there is a lot of similarity in terms of the 

expression of mammalian GC-C homologs in Drosophila, 

like the Gyc32E and also the regulators of GC-C, for eg: Mrp4 

(mammalian homolog of the CFTR channel). Hence, the main 

aim of the project is to study the role of cGMP signaling and 

the various functions of  the rGCs in regulating phenotypes, 

i.e, fluid balance, inhibition of stem cell proliferation and 

stimulation of  innate immunity pathways in Drosophila.  

The function of receptor guanylyl cyclases (rGCs), especially 

Gyc76C and its role in cGMP signaling in response to 

mediating immune stress has been studied in detail in the 

malphigian tubule of the Drosophila melanogaster, but no 

such effective study has been done in the Drosophila gut. 

Therefore, another study could be to look sat the role of rGCs 

and their function in cGMP signaling in response to immune 

stress in the Drosophila gut, which could potentially elucidate 

important cell signaling pathways that would play a role in 

intestinal homeostasis in humans. 

 

IV. ABBREVIATIONS 

 ADP: adenosine diphosphate 

 AMP: anti- microbial peptides 

 ANP: atrial natriuretic peptide 
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 ATP: adenosine triphosphate 

 cAMP: cyclic adenosine monophosphate 

 cGMP: cyclic guanosine monophosphate 

 CHH: crustacean hyperglycemic hormone 

 CNGs: cyclic nucleotide-gated channels 

 cNMP: cyclic nucleotide monophosphate 

 CNS: Central nervous system 

 DILPs: Drosophila insulin- like peptides 

 dINR: Drosophila insulin- like peptide receptor 

 EDTA: Ethylene diamine tetraacetic acid 

 GC: guanylyl cyclase 

 GCAPs: guanylyl cyclase activating proteins 

 IP3: Inositol-3-phosphate 

 LB: Luria Bertani broth 

 MT: Malphigian tubule 

 NO: Nitric oxide 

 PCR: Polymerase chain reaction 

 PGN: peptidoglycan 

 PDEs: phodphodiesterases 

 PKA: cAMP- dependent protein kinase 

 PKG: cGMP- dependent protein kinase 

 rGC: receptor guanylyl cyclase 

 ROS: reactive oxygen species 

 sGC: soluble guanylyl cyclase 

 SI: Septic injury 

 UAS: upstream activation sequence 

 UC: Unchallenged 

 V-ATPase: Vacuolar ATPase 

REFERENCES 

[1] Allan, A. K., Du, J., Davies, S. A. and Dow, J. A. T. (2005). 

Genome-wide survey of V-ATPase genes in Drosophila reveals a 

conserved renal phenotype for lethal alleles. Physiol. Genomics 22, 

128-138. 

[2] Ashman, D. R., Lipton, R., Melicow, M. M. and Price, T. D. (1963). 

Isolation of adenosine 3'5' monophosphate and guanosine 3'5' 

monophosphate from rat urine. Biochem. Biophys. Res. Comm. 

11,330 334. 

[3] Bacigalupo, J., Bautista, D. M., Brink, D. L., Hetzer, J. F. and O'Day, 

P. M. (1995). Cyclic GMP enhances light-induced excitation and 

induces membrane currents in Drosophila retinal photoreceptors. J. 

Neurosei. 15, 7196-7200. 

[4] Baggerman, G., Boonen, K., Verleyen, P., De Loof, A. and Schoofs, L. 

(2005). Peptidomic analysis of the larval Drosophila melanogaster 

central nervous system by two-dimensional capillary liquid 

chromatography quadrupole time-of-flight mass spectrometry. J. 

Mass Spectrom. 40, 250-260. 

[5] Baker, J. D, McNabb, S. L. and Truman, J. W. (1999). The hormonal 

coordination of behavior and physiology at adult ecdysis in 

Drosophila melanogaster. J. Exp. Biol. 202, 3037 3048. 

[6] Basset et al., (2000). The phytopathogenic bacteria Erwinia 

carotovora infects Drosophila and activates an immune response. 

Proc. Natl. Acad. Sci. U.S.A. 97(7): 3376-3381 

[7] Baumann, A., Frings, S., Godde, M., Seifert, R. and Kaupp, U. B. 

(1994). Primary structure and functional expression of a Drosophila 

cyclic nucleotide-gated channel present in eyes and antennae. EMBO 

J. 13, 5040 5050. 

[8] Beavo J.A., Sonnenburg W.K., Seger D., Kwak K.S, Huang J, 

Charbonneau H. (1995). Identification of inhibitory and 

calmodulin-binding domains of the PDE1A1 and PDE1A2 

calmodulin-stimulated cyclic nucleotide phosphodiesterases. J Biol 

Chem. 270(52):30989-1000. 

[9] Becker, T., Loch, G., Beyer, M., Zinke, I., Aschenbrenner, A. C., 

Carrera, P., Inhester, T., Schultze, J. L. and Hoch, M. (2010). 

FOXO-dependent regulation of innate immune homeostasis. Nature 

463, 369-373. 

[10] Beyenbach, K. W., Skaer, H. and Dow, J. A. (2010). The 

developmental, molecular, and transport biology of Malpighian 

tubules. Annu. Rev. Entomol. 55, 351-374. 

[11] Bijelic, G. and O′Donnell, M. J. (2005). Diuretic factors and second 

messengers stimulate secretion of the organic cation TEA by the 

Malpighian tubules of Drosophila melanogaster. J. Insect Physiol. 

51, 267-275. 

[12] Birbe R., Palazzo J.P., Walters R., Weinberg D., Schulz S., Waldman 

S.A. (2005).Guanylyl cyclase C is a marker of    intestinal metaplasia, 

dysplasia, and adenocarcinoma of the gastrointestinal tract. Hum 

Pathol36: 170–179. 

[13] Birse, R. T., Söderberg, J. A., Luo, J., Winther, A. M. and Nässel, D. 

R. (2011). Regulation of insulin-producing cells in the adult 

Drosophila brain via the tachykinin peptide receptor DTKR. J. Exp. 

Biol. 214, 4201-4208 

[14] Breer, H. and Shepherd, G.M. (1993). Implications of the NO/cGMP 

system for olfaction. Trends Neurosci.16: 5-9. 

[15] Bruggeman, A., Pardo~ L. A., Stfihmer, W. and Pongs, O. (1993). 

Elher-5-~o-go encodes a voltage-gated channel permeable to K' and 

Ca 2- and modulated by cAMP. Nature 365, 445- 448. 

[16] Casteel D.E, Zhuang S., Gudi T., Tang J., Vuica M., Desiderio S., Pilz 

R.B. (2002) cGMP-dependent protein kinase Iβ physically and 

functionally interacts with the transcriptional regulator TFII-I. J Biol 

Chem. 277: 32003–32014. 

[17] Chen, C.K., Chen, W.Y., Chien, C.T. (2012). The POU-domain 

protein Pdm3 regulates axonal targeting of R neurons in the 

Drosophila ellipsoid body.  Dev. Neurobiol. 72(11): 1422--1432. 

[18] Chintapalli, V. R., Wang, J. and Dow, J. A. T. (2007). Using Fly Atlas 

to identify better Drosophila melanogaster models of human disease. 

Nat. Genet. 39, 715-720. 

[19] Clyne, P. J., Wart, C. G., Freeman, M. R., Lessing, D., Kim, J. and 

Carlson, J. R. (1999). A novel family of divergent 

seven-transmembrane proteins, candidate odorant receptors in 

Drosophila. Neuron 22, 327 338. 

[20] Currie M.G, Fok K.F, Kato J et al (1992) Guanylin: an endogenous 

activator of intestinal guanylate cyclase. Proc Natl Acad Sci USA 

89:947–951 

[21] Davies, S. A. (2006). Signalling via cGMP: lessons from Drosophila. 

Cell. Signal. 18, 409-421. 

[22] Davies, S. A., Cabrero, P., Povsic, M., Johnston, N. R., Terhzaz, S. 

and Dow, J. A. T. (2013). Signaling by Drosophila capa 

neuropeptides. Gen. Comp. Endocrinol. 188,60-66. 

[23] Shireen A. Davies, S.A , Pablo Cabrero, P., Gayle Overend, G., 

Lorraine Aitchison, L., Sujith Sebastian, S., SelimTerhzaz, S., and 

Julian A. T. Dow, J.A.T (2014).Cell signalling mechanisms for insect 

stress tolerance. J. Exp. Bio 217, 119-128  

[24] Davis, R. L., Cherry, J., Dauwalder, B., Hart, P. L. and Skoulakis, g. 

(1995). The cyclic AMP and Drosophila learning. Mol. Cell. 

Biochem. 149, 271 278. 

[25] deJonge, H. R., and van Dommelen, F. S. (1981) Cold Spring Harbor 

Con/. Cell Proliferation 8, 1313-1332 

[26] Dow, J. A. T. (2009). Insights into the Malpighian tubule from 

functional genomics. J. Exp. Biol. 212, 435-445. 

[27] Dow, J. A. T. (2013). Excretion and salt and water regulation. In The 

Insects, Structure and Function (ed. R. F. Chapman), pp. 547-587. 

Cambridge: Cambridge University Press. 

[28] Dow, J. A. T., Maddrell, S. H., Davies, S. A., Skaer, N. J. and Kaiser, 

K. (1994a). A novel role for the nitric oxide-cGMP signaling 

pathway: the control of epithelial function in Drosophila. Am. J. 

Physiol. 266, R1716-R1719. 

[29] Dow, J. A. T., Maddrell, S. H., Görtz, A., Skaer, N. J., Brogan, S. and 

Kaiser, K. (1994b). The Malpighian tubules of Drosophila 

melanogaster: a novel phenotype for studies of fluid secretion and its 

control. J. Exp. Biol. 197, 421-428. 

[30] Folk, D. G. and Bradley, T. J. (2003). Evolved patterns and rates of 

water loss and ion regulation in laboratory-selected populations of 

Drosophila melanogaster. J. Exp.Biol. 206, 2779-2786 

[31] Foster,J.L.Gloria C. Higgins, and F. Rob Jackson (1996). Biochemical 

Properties and Cellular Localization of the Drosophila DG1 

cGMP-dependent Protein Kinase. The J. Bio. Chem. 271, 38 

[32] Francis, S. H., Blount, M. A. and Corbin, J. D. (2011). Mammalian 

cyclic nucleotide phosphodiesterases: molecular mechanisms and 

physiological functions. Physiol.Rev. 91, 651 690 

[33] Garbers, D. L. and Lowe, D. G. (1994). Guanylyl cyclase receptors. J. 

Biol. Chem. 269,31) 741-30 744. 

[34] Gibbs, S. M. and Truman, J. W. (1998). Nitric oxide and cyclic GMP 

regulate retinal patterning in the optic lobe of Drosophila. Neuron 20, 

83 93. 



 

Study of cGMP regulation in Drosophila melanogaster and its importance in identification of novel druggable targets 

of Diarrhea in humans 

                                                                                                402                                                           www.erpublication.org 

[35] Gigliotti, S., Cavaliere, V., Manzi., A., Tino, A., Graziani, F. and 

Malva, C. (1993). A membrane guanylate cyclase Drosophila 

homologue gene exhibits maternal and zygotic expression. Dev. Biol. 

159, 450M61. 

[36] Haby C., Lisovoski F., Aunis D., Zwiller J. (1994) Stimulation of the 

cyclic GMP pathway by NO induces expression of the immediate 

early genes c-fos and junB in PC12 cells. J Neurochem. 

Feb;62(2):496-501 

[37] Hamra F.K, Forte L.R, Eber S.L, Pidhorodeckyj N.V, Krause W.J, 

Freeman R.H, Chin D.T, Tompkins J.A, Fok K.F, Smith C.E, et al . 

Uroguanylin: structure and activity of a second endogenous peptide 

that stimulates intestinal guanylate cyclase. 1993. Proc Natl Acad Sci 

USA 90: 10464– 10468. 

[38] Hedengren, M., Asling, B., Dushay, M. S., Ando, I., Ekengren, S., 

Wihlborg, M. and Hultmark, D. (1999). Relish, a central factor in the 

control of humoral but not cellular immunity in Drosophila. Mol. Cell 

4, 827-837. 

[39] Hodges,K. and Ravinder Gill, R. (2010) Infectious diarrhea Cellular 

and molecular mechanisms. Gut Microbes 1:1, 4-21. 

[40] Iversen, A., Cazzamali, G., Williamson, M., Hauser, F. and 

Grimmelikhuijzen, C. J. (2002). Molecular cloning and functional 

expression of a Drosophila receptor for the neuropeptides capa-1 and 

-2. Biochem. Biophys. Res. Commun. 299, 628-633. 

[41] Jaiswal, M., Sandoval, H., Zhang, K., Bayat, V. and Bellen, H. J. 

(2012). Probing mechanisms that underlie human neurodegenerative 

diseases in Drosophila. Annu.Rev. Genet. 46, 371-396 

[42] Joyce, N. C., De Camilli, P., and Boyles, J. (1983) Microuasc. 

Res28,206-219 

[43] Daniel Kalderon D. and Gerald M. Rubin M.G (1989). 

cGMP-dependent Protein Kinase Genes in Drosophila. The J. Biol. 

Chem. 264, 18. 

[44] Kita T., Smith C.E, Fok K.F, Duffin K.L, Moore W.M, Karabatsos P.J, 

Kachur J.F, Hamra F.K, Pidhorodeckyj N.V, Forte L.R, et al (1994). 

Characterization of human uroguanylin: a member of the guanylin 

peptide family. Am J Physiol    Renal Fluid Electrolyte Physiol266: 

F342–F348. 

[45] Krizhanovsky, V., Agamy, O., and Naim, M. (2000). 

Sucrose-stimulated subsecond transient increase in cGMP level in rat 

intact circumvallate taste bud cells. Am. J. Physiol. Cell 

Physiol. 279: C120-C125. 

[46] Kuno, T., Anderson, J. W., Kamisaki, Y., Waldman, S. A., Chang, L. 

Y., Saheki, S., Leitman, D. C., Nakane, M., and Murad, F. (1986) J. 

Biol. Chem. 261, 5817-5823 

[47] Kuo, J. F. and Greengar P. (1970). Cyclic nucleotide-dependent 

protein kinases: IV. Isolation and partial purification of a protein 

kinase activated by guanosine 3'5' monophosphate.  

[48] Lemaitre, B., Kromer-Metzger, E., Michaut, L., Nicolas, E., Meister, 

M., Georgel, P., Reichhart, J.M., Hoffmann, J.A. (1995). A recessive 

mutation, immune deficiency (imd), defines two distinct control 

pathways in the Drosophila host defense.  Proc. Natl. Acad. Sci. 

U.S.A. 92(21): 9465--9469. 

[49] Lemaitre, B., Reichhart, J. M. & Hoffmann, J. A. (1997).Drosophila 

host defense: differential display of antimicrobial peptide genes after 

infection by various classes of microorganisms. Proc. Natl Acad. Sci. 

USA 94, 14614-14619. 

[50] Littleton, J. T. and Ganetzky, B. (2000). Ion channels and synaptic 

organization: analysis of the Drosophila genome. Neuron 26, 35-43. 

[51] Liu, W., Moon. J., Burg, M., Chen, L. and Pak, W. L. (1995). 

Molecular characterization of two Drosophila guanylate cyclases 

expressed in the nervous system. J. Biol.Chem. 270, 12418 12427. 

[52] Lohmann, S. M., Walter, V., Miller, P. E., Greengard, P., and De 

Camilli, P. (1981) Proc. Natl. Acad. Sci. U. S. A. 78,653-657 

[53] Ludwig, A., Zong, X., Jeglitsch, M., Hofmann, F. and BieL M. (1998). 

A family of hyperpolarization-activated mammalian cation channels. 

Nature 393, 587 591. 

[54] MacPherson, M.R., Lohmann S.M, Davies S.A (2004). Analysis of 

Drosophila cGMP-dependent Protein Kinases and Assessment of 

Their in Vivo Roles by Targeted Expression in a Renal Transporting 

Epithelium. The J. Bio. Chem. 279, 38 

[55] McGettigan, J., McLennan, R. K., Broderick, K. E., Kean, L., Allan, 

A. K., Cabrero, P., Regulski, M. R., Pollock, V. P., Gould, G. W., 

Davies, S. A. et al. (2005). Insect renal tubules constitute a 

cell-autonomous immune system that protects the organism against 

bacterial infection. Insect Biochem. Mol. Biol. 35, 741-754 

[56] Miyazu, M., Tanimura, T. and Sokabe, M. (2000). Molecular cloning 

and characterization of a putative cyclic nucleotide-gated channel 

from Drosophila melanogaster. Insect Mol. Biol. 9, 283 292. 

[57] Montell, C. (1999). Visual transduction in Drosophiha. Am~. Rev. 

Cell. Dev. Biol. 15, 231 268. 

[58] David B. Morton D.B, Martin L. Hudson M.L (2002). Cyclic GMP 

regulation and function in insects. Advances in Insect Physiology. 29, 

1-54 

[59] Murthy, K. S. and Makhlouf, G. M. (1999). Identification of the G 

protein-activating domain of the natriuretic peptide clearance 

receptor (NPR-C). J. Biol. Chem. 274, 17587 17592. 

[60] Nighorm A., Byrnes, K. A and Morton, D. B. (1999). Identification 

and characterization of a novel beta subunit of soluble guanylyl 

cyclase that is active in the absence of additional subunits and 

relatively insensitive to nitric oxide. J. Biol. Chem. 274, 2525 2531. 

[61] O'Donnell, M. J., Dow, J. A. T., Huesmann, G. R., Tublitz, N. J. and 

Maddrell, S. H. P. (1996). Separate control of anion and cation 

transport in malpighian tubules of Drosophila melanogaster. J. Exp. 

Biol. 199, 1163 1175. 

[62] Osborne, K. A., Robichon, A., Burgess, E.Butland, S., Shaw, R. A., 

Coulthard, A., Pereira, H. S., Greenspan, R. J. and Sokolowski, M. B. 

(1997). Natural behavior polymorphism due to a cGMP-dependent 

protein kinase of Drosophila. Science 277. 834 -836. 

[63] Overend, G., Cabrero, P., Guo, A. X., Sebastian, S., Cundall, M., 

Armstrong, H., Mertens, I., Schoofs, L., Dow, J. A. T. and Davies, S. 

A. (2012). The receptor guanylate cyclase Gyc76C and a peptide 

ligand, NPLP1-VQQ, modulate the innate immune IMD pathway in 

response to salt stress. Peptides 34, 209-218. 

[64] Palczewski, K., Polans, A. S., Baehr, W. and Ames, J. B. (2000). Ca2+ 

-binding proteins in the retina: structure function and the etiology of 

human visual diseases. BioEssays22, 337 350. 

[65] Paul, A. K., Marala, R. B., Jaiswal, R. K., and Sharma, R. K. (1987) 

Science 235,1224-1226 

[66] Martin Pena, M., A., Acebes, A., Rodríguez, J.R., Chevalier, V., 

Casas-Tinto, S., Triphan, T., Strauss, R., Ferrús, A. (2014).Cell types 

and coincident synapses in the ellipsoid body of Drosophila.  Europ. 

J. Neurosci. 39(10): 1586--1601 

[67] Pongs. O., Lindemeier, J., Zhu, X. R., Theil, T., Engelkamp, D., 

Krah-Jentgens. I., Lambrecht, H. G., Kock, K. W., Schwemer, J., 

Rivosecchi, R., Mallart, A., Galceran, J., Canal, 1., Barbas, J. A. and 

Ferrus. A. (1993). Frequenin a novel calcium-binding protein that 

modulates synaptic efficacy in the Drosophila &nervous system. 

Neuron 11, 15 28. 

[68] Rall, T.W., Sutherland E.W., Berthret J. (1957). The relationship of 

the epinephrine and glucagon to liver phosphorylase. J. Bio. Chem. 

224(1):463. 

[69] Renn, S.C.P., Armstrong, J.D., Yang, M., Wang, Z., An, X., Kaiser, 

K., Taghert, P.H. (1999). Genetic analysis of the Drosophila ellipsoid 

body neuropil: Organization and development of the central 

complex.  J. Neurobiol. 41(2): 189--207. 

[70] Reynolds, S. E. (1980). Integration of behavior and physiology in 

ecdysis. Adv. Insect Physiol. 15, 475-595. 

[71] Riegel, J. A., Farndale, R. W. and Maddrell, S. H. (1999). Fluid 

secretion by isolated Malpighian tubules of Drosophila melanogaster 

Meig.: effects of organic anions, quinacrine and a diuretic factor 

found in the secreted fluid. J. Exp. Biol. 202, 2339-2348. 

[72] Riegel, J. A., Maddrell, S. H., Farndale, R. W. and Caldwell, F. M. 

(1998). Stimulation of fluid secretion of Malpighian tubules of 

Drosophila melanogaster Meig. by cyclic nucleotides of inosine, 

cytidine, thymidine and uridine. J. Exp. Biol. 201, 3411-3418. 

[73] Rosenzweig, S., Yan, W., Dasso, M., and Spielman, A.I. (1999). 

Possible novel mechanism for bitter taste mediated through cGMP. J. 

Neurophysiol. 81: 1661-1665. 

[74] Schultz, K. D., Schultz, K., and Schultz, G. (1977).Nature 266, 

750-751 Science 277.834 -836. 

[75] Simpson, P. J., Nighorn, A. and Morton, D. B. (1999). Identification 

and characterization of a novel guanylyl cyclase that is related to 

receptor guanylylcyclases, but lacks extracellular and transmembrane 

domains. J. Biol Chem. 274, 4440-4446. 

[76] Söderberg, J. A., Birse, R. T. and Nässel, D. R. (2011). Insulin 

production and signaling in renal tubules of Drosophila is under 

control of tachykinin-related peptide and regulates stress resistance. 

PLoS ONE 6, e19866. 

[77] Soderling, S. S. and Beavo, J. A. (2000). Regulation of cAMP and 

cGMP signaling, new phosphodiesterases and new functions. Curt. 

Opinion Cell Biol. 12, 174 179. 

[78] Sokolowski, M. B. (1980). Foraging strategies of Drosophila 

melanogaster: a chromosomal analysis. Behavior Genetics 10, 291 

302. 

[79] Sokolowski, M. B. (1981). Genes for normal behavioral variation: 

recent clues from worms and flies. Neuron 21,463-466. 



                                                                                

International Journal of Engineering and Technical Research (IJETR)  

ISSN: 2321-0869 (O) 2454-4698 (P) Volume-8, Issue-01, January 2018  

                                                                                                403                                                           www.erpublication.org 

 

[80] Takio, K., Wade, R. D., Smith, S. B., Krebs, E. G., Walsh, K. A., and 

Titani, K. (1984) Biochemistry 23,4207-4218 

[81] Teng, D. H., Chen, C. K. and Hurley, J. B. (1994). A highly conserved 

homologue of bovine neurocalcin in Drosophila melanogaster is a 

Ca2+ -binding protein expressed in neuronal tissues. J. Biol. Chem. 

269, 31 900 31 907.  

[82] Terhzaz, S., Southall, T. D., Lilley, K. S., Kean, L., Allan, A. K., 

Davies, S. A. and Dow, J. A. T. (2006). Differential gel 

electrophoresis and transgenic mitochondrial calcium reporters 

demonstrate spatiotemporal filtering in calcium control of 

mitochondria. J. Biol. Chem. 281, 18849-18858. 

[83] Tessier-Lavigne, M. and Goodman, C. S. (1996). The molecular 

biology of axon guidance. Science 274, 1123 1133. 

[84] Tiburcy, F., Beyenbach, K. W. and Wieczorek, H. (2013). Protein 

kinase A dependent and -independent activation of the V-ATPase in 

Malpighian tubules of Aedes aegypti. J. Exp. Biol. 216, 881-891 

[85] Tremblay, J., Gerzer, R. and Hamet. P. (1988). Cyclic GMP in cell 

function. Adv. Second Mess. Phosphoprotein Res. 22, 319 383. 

[86] Turko, I. V., Francis, S. H. and Corbin, J. D. (1998). Binding of cGMP 

to both allosteric sites of cGMP-binding cGMP-specific 

phosphodiesterase (PDE5) is required for its phosphorylation. 

Biochem. J. 329. 5(15 510. 

[87] Tzou, P., Ohresser, S., Ferrandon, D., Capovilla, M., Reichhart, J. M., 

Lemaitre, B., Hoffmann, J. A. and Imler, J. L. (2000). Tissue-specific 

inducible expression of antimicrobial peptide genes in Drosophila 

surface epithelia. Immunity 13, 737-748 

[88] Vodovar et al.,( 2005), Drosophila host defense after oral infection by 

an entomopathogenic Pseudomonas species. Proc. Natl. Acad. Sci. 

U.S.A. 102(32): 11414--11419 

[89] Vosshall, g. B., Amrein, H., Morosov, P. S., Rzhetsky, A. and Axel, R. 

(1999). A spatial map of olfactory receptor expression in the 

Drosophila antenna. Cell 96, 725 736. 

[90] Waldmann, R., Nieberding, M., and Walter, U. (1987) Eur. J. 

Bwchem. 167,441-448 

[91] Winquist, R. J., Faison, E. P., Waldman, K., Schwartz, K., Murad, F., 

and Rapport, R. M. (1984) Proc. Natl. Acad. Sci. U. S. A. 81, 

7661-7664 

[92] Zagotta, W. N. and Siegelbaum, S. A. (1996). Structure and function 

of cyclic nucleotide- gated channels. Ann. Rev. Neurosci. 19, 235 

236. 

[93] Zars, T., Fischer, M., Schulz, R., Heisenberg, M. (2000). Localization 

of a 288(5466): 672--675. 

 

The self author, Sucheta Ghosh is a first year student 

of M.tech in Biotechnology at Indian Institute of Technology (IIT) Ma 

ndi, Himachal Pradesh. She completed her B.Tech in Biotechnology from  

Heritage Institute of Technology, Kolkata ,affiliated to Maulana Abul Kalam 

Azad University of Technology(formerly known as West Bengal University 

of Technology). Sucheta also has commendable contributions to scientific 

research. She did a two month summer internship in the lab of Professor 

Sandhya S. Viswesvariah, Dept. of Molecular Reproduction, Development 

and Genetics, Indian Institute of Science (IISc), Bangalore. Sucheta was also 

a 2015 IAS-INSA-NASI summer research fellow in the lab of Professor Jaya 

S. Tyagi at the Dept. of Biotechnology, All India Institute of Medical 

Sciences(AIIMS), New Delhi where she submitted a detailed report on her 

work titled “Overxpression and purification of DevR and its cysteine 

mutants C78S, CDM(C66S+C78S)” . 

 


